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[ Abstract] Objective To investigate the expression levels of serum long non-coding RNA
(IncRNA) LOC285194 and microRNA (miR)-211 in patients with non-small cell lung cancer( NSCLC)
and its clinical significance. Methods A total of 46 patients with NSCLC were selected as NSCLC group,
and 42 healthy subjects were selected as control group during the same period. Real-time fluorescence
quantitative polymerase chain reaction( qRT-PCR) was used to detect expression level of serum IncRNA
LOC285194 and miR-211 in subjects of two groups and to compare the results, meanwhile, expression
condition of serum IncRNA LOC285194 and miR-211 in patients with NSCLC of different clinical
characteristics were compared. Relationship between expression levels of serum IncRNA LOC285194 and
miR-211 in patients with NSCLC was analyzed by Pearson correlation analysis. Diagnostic efficacy of
expression level of serum IncRNA LOC285194 and miR-211 alone and combination in NSCLC were
analyzed by receiver operating characteristic( ROC) curve. Results  Expression level of serum IncRNA
LOC285194 in NSCLC group was lower than that in control group,and expression level of serum miR-211
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was higher than that in control group (P <0.001). There were statistically significant differences in ratio
of expression condition of serum IncRNA LOC285194 and miR-211 in NSCLC patients with or without
distant metastasis,lymph node metastasis and different tumor stages( P <0.05). Pearson correlation analysis
showed that expression level of serum IncRNA LOC285194 in patients with NSCLC was negatively correlated
with miR-211(r= -0.795,P <0.001). ROC curve analysis showed that area under ROC curve (AUC) of
expression level of serum IncRNA LOC285194 in diagnosis of NSCLC was 0. 809(95% CI0.709-0.909) ,
sensitivity was 80.4% and specificity was 74. 7% . AUC of expression level of serum miR-211 in diagnosis
of NSCLC was 0.805(95% CI 0.701-0.910) , sensitivity was 84.8% and specificity was 76.5% . AUC of
expression level of serum IncRNA LOC285194 combined with miR-211 in diagnosis of NSCLC was 0. 881
(95% CI 0. 805-0. 957 ) , sensitivity was 89. 1% and specificity was 77. 2% . Conclusion Expression
level of serum IncRNA LOC285194 decreases and miR-211 increases in patients with NSCLC, above two
indexes are related negatively and related with tumor distant metastasis,lymph node metastasis and tumor
stage ,and all have certain diagnostic value for NSCLC, what’ s more, diagnostic value of combination of

. 249 -

them is higher.
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